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cccgggcgct gcagtgttcc ccgagcctgt tagacgcagc gcgccgggag actgagagag 60 

gaaaggatag aggaagtgct gccctaggct gcatgagtcg aagcaagcgt gtttccttcc 12 0 

cgccaggcaa gtgcccttag aaaccgggcc ccgccccctt cctggcctgc attcccatcc 180 

cctctcccgg ggcggaggtg aggacctcct tggttccttt ggttctgtca gtgagcccct 240 

tccttggcca tgaagctcgt gaggaagaac atcgagaagg acaatgcggg ccaggtgacc 300 

ctggtccccg aggagcctga ggacatgtgg cacacttaca acctcgtgca ggtgggcgac 360 

agcctgcgcg cctccaccat ccgcaaggta cagacagagt cctccacggg cagcgtgggc 42 0 

agcaaccggg tccgcactac cctcactctc tgcgtggagg ccatcgactt cgactctcaa 480 

gcctgccagc tgcgggttaa ggggaccaac atccaagaga atgagtatgt caagatgggg 540 

gcttaccaca ccatcgagct ggagcccaac cgccagttca ccctggccaa gaagcagtgg 60 0 

gatagtgtgg tactggagcg catcgagcag gcctgtgacc cagcctggag cgctgatgtg 660 

gcggctgtgg tcatgcagga aggcctcgcc catatctgct tagtcactcc cagcatgacc 720 

ctcactcggg ccaaggtgga ggtgaacatc cctaggaaaa ggaaaggcaa ttgctctcag 780 

catgaccggg ccttggagcg gttctatgaa caggtggtcc aggctatcca gcgccacata 840 

cactttgatg ttgtaaagtg catcctggtg gccagcccag gatttgtgag ggagcagttc 900 

tgcgactaca tgtttcaaca agcagtgaag accgacaaca aactgctcct ggaaaaccgg 960 
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tccaaatttc 


ttcaggtaca 


tgcctcctcc 


ggacacaagt 


actccctgaa 


agaggccctt 


1020 


tgtgacccta 


ctgtggctag 


ccgcctttca 


gacactaaag 


ctgctgggga 


agtcaaagcc 


1080 


ttggatgact 


tctataaaat 


gttacagcat 


gaaccggatc 


gagctttcta 


tggactcaag 


1140 


caggtggaga 


aggccaatga 


agccatggca 


attgacacat 


tgctcatcag 


cgatgagctc 


1200 


ttcaggcatc 


aggatgtagc 


cacacggagc 


cggtatgtga 


ggctggtgga 


cagtgtgaaa 


1260 


gagaatgcag 


gcaccgctag 


gatattctct 


agtcttcacg 


tttctgggga 


acagctcagc 


1320 


cagttgactg 


gggtagctgc 


cattctccgc 


ttccctgttc 


ccgaactttc 


tgaccaagag 


1380 


ggtgattcca 


gttctgaaga 


ggattaatga 


ttgaaactta 


aaattgagac 


aatcttgtgt 


1440 


ttcctaaact 


gttacagtac 


atttctcagc 


atccttgtga 


cagaaagctg 


caagaagggc 


1500 


actttttgat 


tcatacaggg 


atttcttatg 


tctttggcta 


cactagatat 


tttgtgattg 


1560 


gcaagacatg 


tatttaaaca 


ataaactaaa 


aggaaataat 


ctccacgtac 


taccaaaaaa 


1620 


aaaaaaaaaa 


aa 










1632 
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<400> 2 

Met Lys Leu Val Arg Lys Asn lie Glu Lys Asp Asn Ala Gly Gin Val 
15 10 15 



Thr Leu Val Pro Glu Glu Pro Glu Asp Met Trp His Thr Tyr Asn Leu 
20 25 30 



Val Gin Val Gly Asp Ser Leu Arg Ala Ser Thr lie Arg Lys Val Gin 
35 40 45 



Thr Glu Ser Ser Thr Gly Ser Val Gly Ser Asn Arg Val Arg Thr Thr 
50 55 60 



Leu Thr Leu Cys Val Glu Ala lie Asp Phe Asp Ser Gin Ala Cys Gin 
65 70 75 80 



Leu Arg Val Lys Gly Thr Asn lie Gin Glu Asn Glu Tyr Val Lys Met 
85 90 95 



Gly Ala Tyr His Thr lie Glu Leu Glu Pro Asn Arg Gin Phe Thr Leu 
100 105 110 
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Ala Lys Lys Gin Trp Asp Ser Val Val Leu Glu Arg lie Glu Gin Ala 
115 120 125 



Cys Asp Pro Ala Trp Ser Ala Asp Val Ala Ala Val Val Met Gin Glu 
130 135 140 



Gly Leu Ala His lie Cys Leu Val Thr Pro Ser Met Thr Leu Thr Arg 
145 150 155 160 



Ala Lys Val Glu Val Asn lie Pro Arg Lys Arg Lys Gly Asn Cys Ser 
165 170 175 



Gin His Asp Arg Ala Leu Glu Arg Phe Tyr Glu Gin Val Val Gin Ala 
180 185 190 



lie Gin Arg His lie His Phe Asp Val Val Lys Cys lie Leu Val Ala 
195 200 205 



Ser Pro Gly Phe Val Arg Glu Gin Phe Cys Asp Tyr Met Phe Gin Gin 
210 215 220 



Ala Val Lys Thr Asp Asn Lys Leu Leu Leu Glu Asn Arg Ser Lys Phe 
225 230 235 240 



Leu Gin Val His Ala Ser Ser Gly His Lys Tyr Ser Leu Lys Glu Ala 
245 250 255 



Leu Cys Asp Pro Thr Val Ala Ser Arg Leu Ser Asp Thr Lys Ala Ala 
260 265 270 



Gly Glu Val Lys Ala Leu Asp Asp Phe Tyr Lys Met Leu Gin His Glu 
275 280 285 



Pro Asp Arg Ala Phe Tyr Gly Leu Lys Gin Val Glu Lys Ala Asn Glu 
290 295 300 



Ala Met Ala lie Asp Thr Leu Leu lie Ser Asp Glu Leu Phe Arg His 
305 310 315 320 



Gin Asp Val Ala Thr Arg Ser Arg Tyr Val Arg Leu Val Asp Ser Val 
325 330 335 



Lys Glu Asn Ala Gly Thr Ala Arg lie Phe Ser Ser Leu His Val Ser 
340 345 350 



Gly Glu Gin Leu Ser Gin Leu Thr Gly Val Ala Ala lie Leu Arg Phe 
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355 



360 



365 



Pro Val Pro Glu Leu Ser Asp Gin Glu Gly Asp Ser Ser Ser Glu Glu 
370 375 380 



Asp 
385 



4 



